GOF&AT

BRAEFZEAFE ILAERS
==k

JHAMBRKE A A4 742714 v BREE (O



Gene Ontologyf#tT

GO term

c EMENEL BT —IR—IABDOLEKRZITOII-HICERZ I
EY)FRI L — R A E,

* Biological process, Cellular component, molecular
functionM3EBIZKFI I 5,

- lBEEE TR > T\ 5,

GOBRAT : BEF VX FPDOPRIBENGOY — L s H>BEEFISHEE
ICGEELTWAIHEL T, TOKEETHET S



Gene Ontology Consortium

£ GEG Accession viewer X W 8 MRWAOLAU - % VPI monodes

€ 3 C | ® www.geneontology.org

$o Gene Ontolog
Enrichment
analysis

Pawered by

Statistics

Other GOC

% W@ RRA (LSHE) - p. XV B Gane Ontology C

y Consortium  Home ation =

Gene Ontology Consortium

Search GO data

Ontology

relationships between these
concepls. It classifies functions along

molecular function

125 of gen
cellular component
WNErE gene proo
biological pracess

paliways and larger processes

are active

tools made up of te actnties of mulipie

gene products
plore othy OC tools in the

AMIGO software suite

3] ] f]
Recent news

Tweets o .
Post date: 051022017 - 0413

A #geneontoiogy
in @NCE
Fuman miR-1

tivpurt comiyaSmct

cudnn-8.0-wind-.zip A GSEG7SSI_RAWLLr A ims-17-00780.0f A ViIGO-B-786.pdf

ool

Tags: naviga
User story:

~ % 1520-500928-.pdf ~

nrelinonc.2016. -.paf  ~ L

B &

0 Consotium i 1o
op an up-to-date. compr
computational modei of biclogical
systems, from the molecular level fo
13MeT PAIWaYS, CERIAT and OTganisM-

Jevel systems.

Search
documentation

Annatations

User stories

Explore documentation re
persana u

What is the Gene
Ontology?

10 your
GO annotations: the mos

blology. Annotations are statements
Gescning i of spec:
genes, using concepis in the Gene
The simpt
OMMON aNNGLaoN inks one gene
or 0. £.g. FZD4 + W
signaling pathway. Each state
based on a specified pie
evidence

gy Consortium would e Io acknawiedge

500928674100

he A

GSE67408_RAW.tar &

http://www.geneontology.org

wWww.icrweb.ip



GO tree
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